Monoclinic, C2=c a = 24.2434 (6) Å b = 9.6030 (2) Å c = 15.2426 (4) Å = 93.960 (2) V = 3540.15 (15) Å 3 Z = 8 Mo K radiation = 0.11 mm À1 T = 293 K 0.3 Â 0.2 Â 0.2 mm
Data collection
Oxford Diffraction Xcalibur Sapphire3 diffractometer Absorption correction: multi-scan (CrysAlis PRO; Oxford Diffraction, 2010) T min = 0.896, T max = 1.000 42194 measured reflections 3469 independent reflections 2462 reflections with I > 2(I) R int = 0.059 Refinement R[F 2 > 2(F 2 )] = 0.057 wR(F 2 ) = 0.143 S = 1.03 3469 reflections 247 parameters 6 restraints H-atom parameters constrained Á max = 0.31 e Å À3 Á min = À0.39 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; Ày þ 1; z þ 1 2 ; (ii) Àx; Ày þ 2; Àz þ 2.
Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 2012) and PLATON (Spek, 2009); software used to prepare material for publication: PLATON. supplementary materials Acta Cryst. (2013) . E69, o105 [doi:10.1107/S1600536812050684] 
RK acknowledges the

2-Amino
Deshmukh Comment
The nucleus containing 1,4-dihydropyridine (DHP) nucleus act as a versatile intermediate for the synthesis of several pharmaceuticals together with those of cardiovascular drugs and as a calcium channel modulators, laser dyes and photo initiators (Leon et al., 2008) . The design and synthesis of 1,4-dihydropyridines has attracted much attention over the past 30 years due to the calcium antagonist effect they display (Mayler, 1989) . The establishment of the pharmacological action as drugs for the treatment of cardiovascular diseases such as angina, hypertension or arrhythmia was mainly based on the structural studies carried out by X-ray diffraction on differently substituted 1,4-dihydropyridines (Triggle et al., 1989) . In this paper, we report the crystal structure of the title compound, (I).
In (I) ( Fig.1 ), all bond lengths and angles are normal and correspond to those observed in related structures (Jiang et al.,2006; Tu et al., 2005) . The (N1/C2/C3/C4/C4A/C8A) and (C4A/C5-C8/C8A) rings adopt sofa conformations (Table 1) link molecules into a two-dimensional network parallel to (100) (Fig. 2 ).
Experimental
In a 50 ml round bottom flask 5,5-dimethylcyclohexane-1,3-dione (1 mmol) and ammonium acetate (3.5 mmol) were taken in water (10 ml). The reaction mixture was stirred at 373K for 40 min. Then malononitrile (1 mmol), 3-trifluoro methyl benzaldehyde (1 mmol) were charged, and the mixture was heated at 373K for 30 min. After the completion of reaction (monitored by TLC), the reaction mixture was stirred at RT for 15 min. The separated solid was then filtered off and recrystallized from ethanol to afford pure product as crystals suitable for X-ray diffraction. M.P.: 558-560 K, Yield: 
Refinement
All H atoms were positioned geometrically and were treated as riding on their parent C atoms, with C-H distances of 0.93-0.98 Å, N-H distances of 0.86 and with U iso (H) = 1.2U eq (C/N) or 1.5U eq (methyl C). supplementary materials sup-2 Acta Cryst. (2013) . E69, o105
Computing details
Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO (Oxford Diffraction, 2010); data reduction: CrysAlis PRO (Oxford Diffraction, 2010); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 2012) and PLATON (Spek, 2009); software used to prepare material for publication: PLATON (Spek, 2009).
Figure 1
The molecular structure of the title compound with ellipsoids drawn at the 40% probability level. H atoms are shown as small spheres of arbitrary radii. The F atoms are disorded over two sets of sites. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. N1 0.0578 (12) 0.0371 (10) 0.0246 (9) 0.0141 (9) −0.0029 (8) −0.0001 (7) O1 0.0772 (13) 0.0577 (11) 0.0325 (9) 0.0107 (9) −0.0065 (8) −0.0096 (7) C2 0.0402 (12) 0.0354 (11) 0.0329 (11) 0.0057 (9) 0.0018 (9) −0.0005 (9) C3 0.0388 (12) 0.0346 (11) 0.0324 (11) 0.0072 (9) −0.0001 (9) −0.0006 (9) C4 0.0385 (12) 0.0411 (12) 0.0284 (10) 0.0079 (10) −0.0046 (9) −0.0034 (9) C4A 0.0347 (12) 0.0378 (12) 0.0321 (11) 0.0046 (9) −0.0020 (9) −0.0037 (9) C5 0.0368 (12) 0.0460 (13) 0.0362 (12) 0.0014 (10) −0.0010 (9) −0.0059 (10) 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
